
Table 1 Statistics of SSR analysis
Statistical item Number
Total number of sequences examined 69 503
Total size of examined sequences (bp) 8 519 6811
Total number of identified SSRs 32 008
Number of SSR containing sequences 17 113
Number of sequences containing more than 1 SSR 7 436
Number of SSRs present in compound formation 6 267
Mono-nucleotide 9 690
Di-nucleotide 16 706
Tri-nucleotide 5 171
Tetra-nucleotide 223
Penta-nucleotide 108
Hexa-nucleotide 110


